Target Inhibition Maps Based on Responses to Kinase Inhibitors.
The prediction of tumor sensitivity to targeted drugs remains a major challenge in the design of optimal therapeutic strategies. This chapter presents a computational modeling approach to infer target inhibition maps based on responses of the tumor culture to a range of kinase inhibitors. The kinase inhibition profiles of the targeted drugs and the functional responses are utilized to infer potential tumor proliferation circuits that can assist in generation of synergistic drug combinations.